Chlamydia exploit the mammalian tryptophan-depletion defense strategy as a counter-defensive cue to trigger a survival state of persistence

TOPICAL OUTLINE
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Figure legends

	Fig. 1. Common and differential steps of the mammalian immune response:  comparison of the mouse host (left side) with the human host (right side).

	Fig. 2. Key elements in the C. trachomatis pathogen of a response network which is tuned to adequate Trp availability from human host cytosol.

	Fig. 3. Biochemical pathway for Trp biosynthesis.

            Fig. 4. Events of Up-Trp and Down-Trp selection in phylogenetic context.

	Fig. 5. Multiplicity of the TyrP transporter for Trp in the Chlamydiales Order.

	Fig. 6. Variant menaquinone pathways in nature.  

[bookmark: _GoBack]	Fig. 7. Comparison of the Trp content of the chorismate/menaquinone pathway in Chlamydia trachomatis (Ctra), its close relative Protochlamydia amoebophila (Pamo),  the classic bacterium Escherichia coli (Ecol), and Streptomyces coelicolor (Scoe).

	
